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Figure 3. Detection of protein targets associated with low mRNA expression. t-SNE projection and cell types are as in Figure 28. Cells are colored based on the expression
of the miNA (topi or protein (bottom) for each gene being examined, A. CD4, B, 5TCR. €. PDT,
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BD OMICS-One Panel fEIFR Markerfi= _EraAdiaEl

RRIMERCNAES IP Panel 307 2025538
THRERICNAES T Panel 3074 2025558
B4R HIMIE & B Panel 30F 2025558
ENMREERRNAE Adaptive Panel 59 2025458
BRERNAS Tumor Panel 307+ 2025568
NKAEREE R IRME &S NK Panel 307 2025%9H
APCERNIAE APC Panel 307+ 2025%9H
BB RBEEAKRNAS Innate Panel 607 2025598
ERRERONAS 10 Panel 90F 2025568
R RERRNES TME Panel 90F 2025598
R TE2ERNNAS 10 Complete Discovery Panel 15074 2025598

1.T4AZE Hpanel (30 markers)

ERBFHAP, TARIEARERGIZ O LM, HINEERRTB R R BN S RERIST B X BIER. AMBAMRER
ANMETR, AETHARIHERNARANTSERRAGFEISERS, SRERE TR —ERAKENTAR L E BB E X, £
XX —i#R3M, Z£FBD OMICS-One T panel, @i CITE-seqikx A B & 30MTAM X BREE QTSR ER, K2 AMRNANIE
S5RE[NNEES, TMUEBRIEE—AFNIMER, BERIERRESEEMEEENNERIE, RABTTHARLEERRE
REFESZIAERNS FHLH, A ERT TARINRESIEME T IR T,

T panel 30 Markers list:

D3 UCHT1 D95 DX2 D197 2-L1-A
CD4* SK3 D103 BER-ACT8 D223 T47-530
D8 SK1 D127 HIL-7R-M21 D272 J168-540
(D25 2A3 CD134 ACT35 D278 DX29
(D28 1293 CD137 4B4-1 D279 EH121
D44 L178 CD154 TRAP1 CD357 V27-580
CD45RO UCHL1 D161 HP-3G10 D366 7D3
CD45RA HI100 D183 1C6/CXCR3 TCRy/S 11F2
D69 FN50 CD194 1G1 TCRVo24-)a18 6B11
(De62L DREG-56 D196 11A9 TIGIT TgMab-2
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D194 coa4' CDASRA CD62L* D279
CD196* CD196" 1 D122+ D28 D366+
CD4SRA" CD4SRA:
D28 TIGIT- @ @ @
—
CD62L o6l
D197 o197
Target for SMART  Symbols Activating Inhibitory cD28" CD28™
panel design Positive expression: + or ++ receptors receptors
CD4 Low or negative CD134 CD154

CD44 expression: — CD 137 CD223
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B panel 30 Markers list:

Specificity Clone Specificity Clone Specificity Clone

CD1d CD1d42 CcD27 M-T271 CD126 M5
CD5 UCHT2 CD30 BERH8 CD138 MI15
CcD9 M-L13 CD34 581 CD184 12G5
CcD10 HIT0A CD38 HB7 CcD185 RF8B2
cD19 5125C1 CD40 5C3 CD268 11
CD20 2H7 CD43" 1G10 CD275 2D3/B7-H2
cD21 B-LY4 CD73 AD2 HLA-DR* G46-6
CD22 HIB22 CD79%b CB3-1 IgD 1A6-2
CD23 EBVCS-5 CD80 L307.4 IgG G18-145
CD24 ML5 CD95 DX2 IgM G20-127
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Target for SMART  Symbols T-B Immunoregulation
panel design Positive expression: + or ++ interactions CD39 G::."
HLA-DR Low or negative expression:— HLA-DR CD73
CcD23 CD30
CD40
CD95
CD126

3. A& ZEHpanel (30 markers)

Immune Panel 30 Markers list:

ARZEERpanel&E£E 730 AT ERRERBITSYIRINGE, BT AFMFCHRAER SHENN R AR S E L,
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mMRNA-driven t-SNE

PAREFRARSEEQIETARREENBEEENS:

Multi-omicdriven t-SNE

Specificity Clone Oligo ID Specificity Clone Oligo ID Specificity Clone Oligo ID
3 UCHT1 AHS0231 CD4SRA HI100 AHS0009 CD196 (CCR6) 11A9 AHS0034
D4 K3 AHS0032 CDS6 NCAM?16 AHS0019 D197 (CCR7) 201A AHS0273 j
cp8 K1 AHS0228 cp62L DREG-56 AHS0049 cp272 1168-540 AHS0052 ®
11e B-ly6 AHS0056 D127 HIL7R-M21 AHS0028 D278 DX29 AHS0012 "
D14 MPHIPY AHS0037 D134 ACT35 AHS0013 cp279 EH121 AHS0014
16 3G8 AHS0053 D137 4B4- AHS0003 D357 (GITR) Vv27-580 AHS0104
D19 $125C1 AHS0030 cD161 HP3G10 AHS0205 CD366 (TIM-3) 703 AHS0016
D25 2A3 AHS0026 CD183 (CXCR3) 1C6/CXCR3 AHS0031 HLA-DR G466 AHS0035 S
27 MT271 AHS0025 CD185 (CXCRS) RF8B2 AHS0039 1gD 1A6-2 AHS0058
D28 1293 AHS0138 CD186 (CXCR6) 13B1ES AHS0148 IgM G20-127 AHS0198
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Bcells (10.9%) @ CD4+T cells (35.5%)

CD8+ T cells (8.4%)

6 Tcells (1.9%) @ Monocytes (23.6%)

NKcells (18.3%) @ Dendritic Cells (1.4%)
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